Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.005 Å; disorder in solvent or counterion; R factor = 0.029; wR factor = 0.077; data-toparameter ratio = 15.7.
In the title compound, [CdBr 2 (C 30 H 26 N 4 S)]ÁC 3 H 7 NO, both the complex and solvent molecule lie on a crystallographic mirror plane. The Cd II ion is coordinated in a disorted squarepyramidal CdBr 2 N 2 S environment with one of the Br atoms in the apical site. In the crystal structure, the benzimidazole ring systems are involved in weak intermolecular -stacking interactions [centroid-centroid distances = 3.606 (2) and 3.753 (2) Å ]. Further stabilization is provided by weak intermolecular C-HÁ Á ÁO hydrogen bonds. The methyl H atoms of the dimethylformamide solvent molecule are disordered about a mirror plane.
Related literature
For background to the synthesis and for related structures of 1,3-bis(benzimidazol-2-yl)-2-thiapropane and its derivatives, see: Dagdigian et al. (1979) 
Experimental
Crystal data [CdBr 2 (C 30 Table 1 Hydrogen-bond geometry (Å , ). 
Comment
The asymmetric unit of the title complex is shown in Fig. 1 . The Cd II ion is coordinated by one tridentate 1,3-bis(1-benzylbenzimidazol-2-yl)-2-thiapropane ligand and two bromide ions in a distorted square-pyramidal geometry. In the crystal structure, the benzimidazole ring systems are involved in weak intermolecular π-π stacking interactions [centroid-centroid distances = 3.606 (2) and 3.753 (2) Å].
Experimental
To a stirred solution of 1,3-bis(1-benzylbenzimidazol-2-yl)-2-thiapropane (0.237 g, 0.50 mmol) in hot MeOH (10 ml) was 
Refinement
All H atoms were visible in difference Fourier maps and were subsequently refined in a riding-model approximation with C-H distances ranging from 0.93 to 0.97Å and U iso (H) = 1.2 U eq (C) or U iso (H) = 1.5U eq (C methyl ).
Figures Fig. 1 . The asymmetric unit of the title compound. Displacement ellipsoids are drawn at the 30% probability level. H atoms have been omitted for clarity [symmetry code (A): x, -y+1/2, z]. 
